Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.080; wR factor = 0.194; data-to-parameter ratio = 16.9.
In the title molecule, C 12 H 12 N 2 O, the five-and six-membered rings form a dihedral angle of 68.41 (16) . The aldehyde group is nearly coplanar with the pyrazole ring [C-C-C-O torsion angle = À0.4 (5) ]. The three-dimensional architecture is sustained by weak C-HÁ Á ÁO and C-HÁ Á Á interactions.
Related literature
For the anti-bacterial properties of pyrazole derivatives, see: Kane et al. (2003) . For related structures, see: Asiri et al. (2012a,b Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C7-C12 ring. Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
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Comment
In continuation of structural studies of pyrazole derivatives (Asiri et al., 2012a; Asiri et al., 2012b) , motivated by their putative biological activity (Kane et al., 2003) , the title compound, 3,5-dimethyl-1-phenyl-1H-4-pyrazole-3carboxaldehyde (I), was investigated crystallographically.
In (I), Fig. 1 , there is a twist about the single bond linking the five-and six-membered rings with the N2-N1-C7-C8 torsion angle being -112.1 (3) °; the dihedral angle between the rings is 68.41 (16) °. The aldehyde group is co-planar with the pyrazole ring to which it is connected as seen in the value of the C2-C3-C6-O1 torsion angle of -0.4 (5)°.
Molecules are connected into the three-dimensional architecture by C-H···O and C-H···π interactions, Fig. 2 and Table 1 .
Experimental
To a cold solution of N,N-dimethylformamide (1.46 g, 20 mmol), freshly distilled phosphorous oxychloride (1.54 g, 10 mmol) was added with stirring over a period of 30 min. A solution of 3,5-dimethyl-1-phenyl-1H-4-pyrazole-3carboxaldehyde (1.72 g, 10 mmol) in N,N-dimethylformamide (15 ml) was added drop-wise while maintaining the temperature between 273-278 K. The resulting mixture was heated under reflux for 1 h, cooled and poured with continuous stirring into crushed ice. After 15 min, the precipitate was filtered and crystallized from aqueous ethanol to give needles. Yield: 69%. M.pt: 397-399 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.98 Å, U iso (H) = 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation. Owing to poor agreement, the (2 1 0) reflection was omitted from the final cycles of refinement.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011) ; cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . supplementary materials sup-2 Acta Cryst. (2012). E68, o1051
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level.
Figure 2
A view in projection down the a axis of the unit-cell contents of (I). The C-H···O and C-H···π interactions are shown as orange and purple dashed lines, respectively. C4-N1-N2 112.9 (2) H5A-C5-H5C 109.5 C4-N1-C7 128.6 (2) H5B-C5-H5C 109.5 N2-N1-C7 118.5 (2) O1-C6-C3 125.8 (3) C2-N2-N1 104.6 (2) O1-C6-H6 117.1 C2-C1-H1A 109.5 C3-C6-H6 117.1 C2-C1-H1B 109.5 C12-C7-C8 121.4 (3) H1A-C1-H1B 109.5 C12-C7-N1 119.2 (3) C2-C1-H1C 109.5 C8-C7-N1 119.4 (3) H1A-C1-H1C 109.5 C7-C8-C9 118.8 (3) H1B-C1-H1C 109.5 C7-C8-H8 120.6 N2-C2-C3 111.0 (3) C9-C8-H8 120.6 N2-C2-C1 119.9 (3) C10-C9-C8 120.3 (3) 
3,5-Dimethyl-1-phenyl-1H-pyrazole-4-carbaldehyde
